The PDF file includes: Fig. S1 . Differential recruitment of the PRC2 catalytic subunit Ezh2 across cell cycle. Fig. S2 . Cell cycle-dependent regulation of Jarid2. Fig. S3 . Binding of EPOP and EloB to bivalent promoters is regulated across cell cycle. Fig. S4 . Transcriptional activity at PRC2 target genes is attenuated during S and G 2 -M phases. Fig. S5 . Cell cycle-regulated PRC2 targets are enriched in developmental transcription factors. Fig. S6 . PRC2 target promoters that are regulated across cell cycle display higher levels of PRC2 binding. Fig. S7 . Jarid2 -/-mESCs display abnormal regulation of H3K27me3, Ser 5 -RNAPII, and RNA synthesis during S phase of the cell cycle.
Other Supplementary Material for this manuscript includes the following:
(available at advances.sciencemag.org/cgi/content/full/6/10/eaay4768/DC1) (36)) genes in G1 (red), S (green) and G2-M (blue). (C) Quantification of Ezh2-binding signal at the promoter regions (-0.5 kb to +1.5 kb relative to TSS) of active and hypermethylated genes in indicated cell cycle phases. (D) Boxplot quantification of Ezh2-binding signal at the promoter regions of HC-bivalent (black) and hypermethylated (grey) promoters in G1. * marks statistically significant differences. (E) Hierarchical clustering analysis of binding of Ezh2 to the promoter region (-0.5 kb to +1.5 kb relative to TSS) of bivalent genes (as defined in (36)) at indicated phases of the cell cycle. Binding relative to the average is presented. (F) Average signal of Ezh2 binding peaks that map to bivalent promoters, bivalent gene bodies or other genomic regions in G1 (red), S (green) and G2-M (blue). Number of peaks falling in each category are indicated in parenthesis. showing the fold change of RNA synthesis (TMM) and binding of Ezh2, Jarid2, Ser5-RNAPII at promoter regions (-0.5 kb to +1.5 kb relative to TSS) between G2-M and G1 in common targets (black boxplots) and remaining (red boxplots) bivalent genes. (C) Plots comparing the average binding profiles of Ezh2, Eed, Suz12, H3K27me3, Jarid2, Mtf2, EPOP, EloB, MLL2 and H3K4me3 in asynchronous populations at common target (black lines) and remaining (red lines) bivalent genes. Dach1, Sox7, Ascl1, Pax3, Msx1, in Jarid2 fl/fl (black bars) and Jarid2 -/-(grey bars) in G1 (F) or S (G) phases. Active (Oct4, Nanog, Hprt) and hypermethylated (Myf5, λ-5) gene promoters were used as controls. Mean ± SEM of three experiments is shown.
